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IN THE CLAIMS: 

The text of all pending claims, (including withdrawn claims) is set forth below. Cancelled 
and not entered claims are indicated with claim number and status only. The claims as listed 
below show added text with underlining and deleted text with strik e throu gfr. The status of each 
claim is indicated with one of (original), (currently amended), (cancelled), (withdrawn), (new), 
(previously presented), or (not entered). 

Please AMEND claims 1-3, 25, 26, 28 and 29 and ADD new claims 31 and 32 in 
accordance with the following: 

1 . (currently amended) A method for sup porting a user in p redicting a site where a target 
gene oxproosion sites on a genome is expressed, the site b eing one of a cell, a tissue and an 
organ , said method comprising: 

calculating a first distance between the target oene and a f irst gene on the g enome and a 
second distance between the target gene and a s econd geflesngenepn a-the_genome 
seqaettse, wh o roin an oxpr o c s ion oito of tho fi r st gone ic unknown, and the second go n e is ono 
o^ a - plurolity of kn e wn g e nes who s e cxpr o Gcion oitoo o r n k n o wn; nnd determining tho oxpross i on 
sttes-ef -where the first g n n n hnr.nd nn th a distance is smaller than th e second distance; 

extracting, from a database, a first site where the first gene is expressed and a second 
site where the second gene is expressed: and 

outputting. as a list in which the first site is listed above the second sit e, a plurality of sites 
where the target gene is likelv to be expressed . 

2. (currently amended) The method according to claim 1, wherein tho calcu l at i ng 
includes colculating-both_the firstdistance for oaoh of tho plurality of gonos, and toHdot e rm i ning 
inc l udos determining tho cxprescion c i too of tho first g one oo an oxprocG i on sit o of - at (east ono t 
g nnfi thnt h a fi - and the second distance are smaller than a predetermined distance relation 
nmong tho - plurality of gen e s threshold , 

3. (currently amended) The method according to claim 1 , wherein the calculating 
includoc calculating a firstdistance bet ween tho start position of tho firot gono and the i s 
between a start position of the target gene and a start position of the first gene, and the second 
distance is between the start position of the target oene and a start position of the second gene 
on tho gonome soquonco . 
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4. (withdrawn) The method according to claim 1, wherein the calculating includes 
calculating a distance between the end position of the first gene and the end position of the 
second gene on the genome sequence. 

5. (withdrawn) The method according to claim 1 , wherein the calculating includes 
calculating a distance between the start position of the first gene and the end position of the 
second gene on the genome sequence. 

6. (withdrawn) The method according to claim 1, wherein the calculating includes 
calculating a distance between the end position of the first gene and the start position of the 
second gene on the genome sequence. 

7. (withdrawn) The method according to claim 1, wherein the calculating includes 
calculating a distance between first and second positions, the first position being between the 
start and end positions of the first gene on the genome sequence, and the second position being 
between the start and end positions of the second gene on the genome sequence. 

8. (withdrawn) The method according to claim 1, wherein the calculating includes 
calculating a distance between a position between the start and end positions of the first gene 
and the start position of the second gene on the genome sequence. 

9. (withdrawn) The method according to claim 1, wherein the calculating includes 
calculating a distance between a position between the start and end positions of the first gene 
and the end position of the second gene on the genome sequence. 

10. (withdrawn) The method according to claim 1, wherein the calculating includes 
calculating a distance between the start position of the first gene and a position between the 
start and end positions of the second gene on the genome sequence. 

11. (withdrawn) The method according to claim 1, wherein the calculating includes 
calculating a distance between the end position of the first gene and a position between the start 
and end positions of the second gene on the genome sequence. 

12-24. (cancelled) 
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25. (currently amended) A computer program product including computer executable 
instructionsr for predicting gono expression sites, supporting a user in predicting a site where a 
target aene on a genome is expressed, thfi site being one of a cell , a tiss ue and an organ, and 
wherein the instructions, when executed by the computer, cause the computer to performa 
method comprising : 

calculating a first distance between the taroetaene and a f irst gene on the genome and a 
second distance between thfi target aene and a s econd genes-genepn a-the^genome 
sequence, whoroin an cxproccion oito o r t he fint yu nc io un k nown, nn ri t ho nnnn n d gon o ic one 
of- a plurality of gcn oo whos e oxproosion sites - ore known; and d e term i n i ng the expression c i tes 
ef -where t he first Q"rr ^n«*^ en tk uxriigtanrj. jg smaller than the second distance; 

ftxtractina. from a database, a first site where the first gene i s expressed and a second 
site where the second gene is expressed: and 

niit pultina. as a list in which the first site is listed above the s econd site, a plurality of sites 
where the target aene is llkelv to be expressed . 

26. (currently amended) The computer program product according to claim 25, wherein 
tho dotormin i ng include determining tho oxproeoion o i toa of tho firct gono ao on oxproosion s i t e 
nf at innrt nnn gnnn that has both the first distance and the seco n d distance are smaller than a 
predetermined distance fetation nmnng the plurality of gonos threshold . 

27. (cancelled) 

28. (currently amended) An apparatus for supporting a user in predicting a site where a 
tarf^gRn tvoxpr e ssio n on a genome is expressed , where the si te is one of a cell, a tissue and 
an organ, said apparatus comprising: 

a calculating unit that calculates a first distance between the target gene and a first gene 
on the genome a nd a second distance between the laroet gene and a second genes-geneon a 
the genomo o o guonce , whoro i n an express i on cite of tho firc t gono ic unknown, and tho second 
gono ic ono of a p l ura l ity of g e n es- whos e e xpr e ss i on sitae ar e- known; and a det e rm i nation un i t 
thnt rintnrminnr th n o vprpncion nitos of w here t he first gone bosod on di stance is smaller than 

the second distance; 

an extracting unit that extracts, from a datab ase, a first site where the first gene Is 
expressed and a second site where the second g ene Is expressed; and 
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an output unit that outouts. as a list in which the first site is listed above the second site, 
a plurality of sites where the target ge ne is likely to be expressed. 

29. (currently amended) The apparatus according to claim 28, wherein tho calculation 
unit calculates the d i stance for oach of the plural i ty of gonoo. ond the determinat i on unit 
determines tho oxprossion sit e o - of tho f i rct gene ac an expres si on oito of at l eant one gono th at 
h** hnth the first distance and the second d istance are smaller than a predetermined-afetaflGe 
rnlntinn ntfinng thn plura li ty of gones threshold . 

30. (cancelled) 

31. (new) The method according to claim 1 , wherein when the first site and the second 
site are identical, the second site is deleted from the list before being output. 

32. (new) The method according to claim 2, wherein the predetermined threshold is 
determined based on a sensitivity and a specificity. 
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